ft 
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What Is Claimed Is: 

\./^ An isolated nucleic acid molecule comprising a polynucleotide 
haviilg\ nucleotide sequence at least 95% identical to a sequence selected from 
the group^onsisting of: 

(a) a nucleotide sequence encoding a polypeptide comprising 
amino acids ffcm about 1 to about 242 in SEQ ID NO:2; 

(tri a nucleotide sequence encoding a polypeptide comprising 
amino acids fronAbout 2 to about 242 in SEQ ID NO:2; 

(c) \ a nucleotide sequence encoding a polypeptide comprising 
10 amino acids from about 1 5 to about 36 in SEQ ID NO:2; 



Ci (d) a nucleotide sequence encoding a polypeptide comprising 

a 
w 



amino acids from about 42 to about 62 in SEQ ID NO:2; 

(e) a nucle^ri^^seq^ence encoding a polypeptide comprising 
Ul amino acids from about 75 to aj&out 95 in SE 7 Q ID NO:2; 

1. 15 (f) a nucledtide^equpnce encoding a polypeptide comprising 

Q amino acids from about 219 to\abdtff240 in SEQ ID NO:2; 

fH \ 

fU (g) a nucleotide sequence encoding a polypeptide comprising 

amino acids from about 96 to about 218 in^EQ ID NO:2; 
^ (h) a nucleotide sequence encoding the ET2 receptor subunit 

20 with all or part of one or more of the transmembrane domains deleted; and 

(i) a nucleotide sequence complementary to any of the 
nucleotide sequences in (a) 5 (b), (c), (d), (e), (f), (g)/or (h). 



2. An isolated nucleic acid molecule comprising a polynucleotide 
which hybridizes under stringent hybridization conditions to^a polynucleotide 
25 having a nucleotide sequence identical to a nucleotide sequence in*(a), (b), (c), (d) 5 

( e X (0> (g)> (h), or (i) of claim 1 wherein said polynucleotide which hybridizes 
does not hybridize under stringent hybridization conditions to a polynucleotide 
having a nucleotide sequence consisting of only A residues or of only T residues. 
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. An isolated nucleic acid molecule comprising a polynucleotide 

having a sequence at least 95% identical to a sequence selected from the group 
consisting of: 

(a) the nucleotide sequence of a fragment of the sequence 
shown in SEQ ID NO:l, wherein said fragment comprises at least 20 contiguous 
nucleotides of SEQ ID NO:l 5 provided that said nucleotide sequence is not 
HUKAU66R (SEQ ID NO:43) and HPLBB96F (SEQ ID NO:44), or any 
subfragment thereof; and 

(b) \ a nucleotide sequence complementary to a nucleotide 
sequence in (a). 



4. The nucleotide sequence of a fragment of claim 3, wherein said 
fragment comprises at least SO^c^fitiguous nucleotides of SEQ ID NO:l. 

. x / 

5. A method for makings recombinant vector comprising inserting 
an isolated nucleic acid molequle of olaim 1 into a vector. 



A recombinant vector produced by the method of claim 5. 



7. A method of making a recombinant host cell comprising 
introducing the recombinant vector of claim 6 into a host cell. 



8. A recombinant host cell produced by the method of claim 7. 



9. A recombinant method for producing a polypeptide, comprising 
culturing the recombinant host cell of claim 8 under conditions\uch that said 




polypeptide is expressed and recovering said polypeptide. 



\ 



K^/ An isolatefljKjJ^ 
95% identical to a sequefice sel 



>epticte having an amino acid sequence at least 
:tejrfrom the group consisting of: 
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am&io acids from about 1 to about 242 in SEQ ID NO:2 
amirib acids from about 2 to about 242 in SEQ ID NO:2 
aminoNacids from about 15 to about 36 in SEQ ID NO:2 
amino atadS^from abbvrt 42 to about 62 in SEQ ID NO:2 
amjrio acids from about 75 to about 95 in SEQ ID NO:2 
10 acidis fronj^Kout 2 1 9 to about 240 in SEQ ID NO:2 
/amino^i^9*oiirabout 96 to about 21 8 in SEQ ID NO:2 
famino acM sequence/ of the ET2 polypeptide with all or 
part of one or more of fee transmemmanejiomains deleted; and 

(i) the afrirao-aekHequence of an epitope-bearing portion of 
any one of the polypeptides of (a), (b), fc), (d), (e), (f), (g) 5 or (h). 



An isolated antibody that binds specifically to a polypeptide of 



12.^<ArKJsolated nucleic acid molecule comprising a polynucleotide 
encoding an ET2 polypeptide wherein, except for at least one conservative amino 
acid substitution, said polypeptide has a sequence selected from the group 
consisting of: 

(a) a nucleotifcesequence encoding a polypeptide comprising 
amino acids from about 1 to aboyft 242 in SEQ ID NO:2; 

(b) a nucleotide sequfefoce encoding a polypeptide comprising 
amino acids from about 2 to about"2#2 in SkD ID NO:2; 

(c) a nucleotide sequence encoding a polypeptide comprising 
amino acids from about 15 to about 36 in SEQ ID N^:2; 

(d) a nucleotide sequence encoding a polypeptide comprising 
amino acids from about 42 to about 62 in SEQ ID NO:2; 

(e) a nucleotide sequence encoding a polypep^e comprising 
amino acids from about 75 to about 95 in SEQ ID NO:2; 



# 
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(f) a nucleotide sequence encoding a polypeptide comprising 
^ino acids from about 219 to about 240 in SEQ ID NO:2; 

(g) a nucleotide sequence encoding a polypeptide comprising 
amin<\acids from about 96 to about 218 in SEQ ID NO:2; 

(h) a nucleotide sequence encoding the ET2 receptor subunit 
with all or^jart of one or more of the transmembrane domains deleted; and 

(i) a nucleotide sequence complementary to any of the 
nucleotide sequences in (a), (b), (c), (d), (e), (f), (g), or (h). 



^13,/" An \^olated polypeptide wherein, except for at least one 
conservative amino acki substitution, said polypeptide has a sequence selected 
from the group consisting of: 

(a) amirib acids frefrn about 1 to about 242 in SEQ ID NO:2 

(b) amino acids irom about 2 to about 242 in SEQ ID NO:2 

(c) amino acid^ffrom about lo to about 36 in SEQ ID NO:2 

(d) amino acids^pm ab^ 42 to about 62 in SEQ ID NO:2 

(e) amino acids fltai^£bout 75 to about 95 in SEQ ID NO:2 

(f) amino acids from afe^put 2 1 9 to about 240 in SEQ ID NO:2 

(g) amino acids from abofcrt 96 to about 2 1 8 in SEQ ID NO:2 

(h) the amino acid sequenceWthe ET2 polypeptide with all or 
part of one or more of the transmembrane domain^deleted; and 

(i) the amino acid sequence of ariVpitope-bearing portion of 
any one of the polypeptides of (a), (b), (c), (d) 3 (e), (f), (g), or (h). 



14./^^ An isolated nucleic acid molecule comprisin£\a polynucleotide 
having a nucleotide sequence at least 95% identical to a sequenc^elected from 
the group consisting of: 

(a) a nucleotide sequence encoding a polypeptide ccfcnprising 
amino acids from about -18 to about 488 in SEQ ID NO:42; 
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(b) a nucleotide sequence encoding a polypeptide comprising 
lino acids from about -17 to about 488 in SEQ ID NO:42; 

(c) a nucleotide sequence encoding a polypeptide comprising 
amii^ acids from about 1 to about 488 in SEQ ID NO:42; 

(d) a nucleotide sequence encoding a polypeptide comprising 
amino acft^s from about 1 to about 260 in SEQ ID NO:42; 

(e) a nucleotide sequence encoding the GABRE receptor 
subunit with alNor part of one or more of the transmembrane domains deleted; 

(f) \ a nucleotide sequence encoding a polypeptide having the 
amino acid sequence^ncoded by the cDN A clone contained in ATCC Deposit No. 

A 

(g) a nucleotide sequence encoding the mature GABRE 
polypeptide having the ammo acid sequence encoded by the cDNA clone 
contained in ATCC Deposit NoS 

(h) a nucleotide, sequence complementary to any of the 
nucleotide sequences in (a), (b), (c),f(HX (e), (fj^or (g). 

15. An isolated nucleic aisid^pKHecule comprising a polynucleotide 
which hybridizes under stringent hybridization conditions to a polynucleotide 
having a nucleotide sequence identical to a nucleotide sequence in (a), (b), (c), (d), 
(e), (f), (g), or (h) of claim 14 wherein said polynucleotide which hybridizes does 
not hybridize under stringent hybridization conditions tab polynucleotide having 
a nucleotide sequence consisting of only A residues or of only T residues. 



\6.s^ An isolated nucleic acid molecule comprising a\olynucleotide 
having a sequence at least 95% identical to a sequence selected frorta the group 
consisting of: 

(a) the nucleotide sequence of a fragment of the sequence 
shown in SEQ ID NO:41 , wherein said fragment comprises at least 20 contigubius 
nucleotides of SEQ ID NO:41, provided that said nucleotide sequence is no^ 



+ 
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(e) the amino acid sequence of the GAB RE polypeptide with 
or part of one or more of the transmembrane domains deleted; and 

(f) the amino acid sequence of an epitope-bearing portion of 
any orite of the polypeptides of (a), (b) 9 (c), (d), or (e). 

24. \ An isolated antibody that binds specifically to a polypeptide of 
claim 23. 



15/^ An isolated nucleic acid molecule comprising a polynucleotide 
encoding a GABRE polypeptide wherein, except for at least one conservative 
amino acid substitution, saictaolypeptide has a sequence selected from the group 
consisting of: 



(a) a nucleotide^eq^ 
amino acids from about -18 to about 

(b) a nucleotide sdque 
amino acids from about -17 to about 488 in 

(c) a nucleotide s 



encoding a polypeptide comprising 
in SEQ ID NO:42; 

ce encoding a polypeptide comprising 
DNO:42; 
eii^pding a polypeptide comprising 
IDS 



amino acids from about 1 to about 488 in SEQ 10^0:42; 

(d) a nucleotide sequence encodingsa polypeptide comprising 
amino acids from about 1 to about 260 in SEQ ID NO 

(e) a nucleotide sequence encoding tlik GABRE receptor 
subunit with all or part of one or more of the transmembrane domains deleted; 

(f) a nucleotide sequence encoding a polypeptide having the 
amino acid sequence encoded by the cDNA clone contained in ATCC Deposit No 

(g) a nucleotide sequence encoding the mature G 

polypeptide having the amino acid sequence encoded by the cDNA clon 

contained in ATCC Deposit No. ; and 

A 

(h) a nucleotide sequence complementary to any of the 
nucleotide sequences in (a), (b), (c), (d), (e), (f), or (g). 
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26.^ An isolated polypeptide wherein, except for at least one 
cons3^ative amino acid substitution, said polypeptide has a sequence selected 
from the g^oup consisting of: 

amino acids from about -18 to about 488 in SEQ ID 



NO:42; 



NO:42: 



s(a) 
(b) 



lino acids from about -17 to about 488 in SEQ ID 



(c) amincf ^ds from about 1 to about 488 in SEQ ID NO:42; 

(d) amin/> acid^B^m about 1 to about 260 in SEQ ID NO:42; 

(e) the amrrfo acid seqbqice of the GAB RE polypeptide with 
all or part of one or more of the transmembranNfomains deleted; and 

(f) the amino acid sequence of an^fegitope-bearing portion of 
any one of the polypeptides of (a), (b), (c), (d), or (e). 



